
 1 

 
 
 

UVHCI 
 
 
Publications 2003-2008 
 

 
2003 

1. Akarsu, H., Burmeister, W.P., Petosa, C., Petit, I., Müller, C.W., Ruigrok, R.W.H. and Baudin, F. (2003). 
Crystal structure of the M1 protein-binding domain of the influenza A virus nuclear export protein 
(NEP/NS2). EMBO J. 22, 4646-4655.  

2. Balakireva, L., Schoehn, G., Thouvenin, E. and Chroboczek, J. (2003). Binding of adenovirus capsid to 
dipalmitoyl phosphatidylcholine provides a novel pathway for virus entry. J. Virol. 77, 4858-4866.  

3. Fender, P., Schoehn, G., Foucaud-Gamen, J., Gout, E., Garcel, A., Drouet, E. and Chroboczek, J. 
(2003). Adenovirus dodecahedron allows large multimeric protein transduction in human cells. J. Virol. 
77, 4960-4964.  

4. Ferrieu, C., Ballester, B., Mathieu, J., Drouet, E. (2003). Flow cytometry analysis of gamma-radiation-
induced Epstein-Barr virus reactivation in lymphocytes. Radiat Res. 159, 268-273. 

5. Firouzi, R., Rolland, A., Michel, M., Jouvin-Marche, E., Hauw, J.J., Malcus-Vocanson, C., Lazarini, F., 
Gebuhrer, L., Seigneurin, J.M., Touraine, J.L., Sanhadji, K., Marche, P.N., Perron, H. (2003). Multiple 
sclerosis-associated retrovirus particles cause T lymphocyte-dependent death with brain hemorrhage in 
humanized SCID mice model.  J Neurovirol. 9, 79-93. 

6. Gofti-Laroche, L., Gratacap-Cavallier, B., Demanse, D., Genoulaz, O., Seigneurin, J.M., Zmirou, 
D. (2003). Are waterborne astrovirus implicated in acute digestive morbidity (E.MI.R.A. study)?  J Clin 
Virol. 27, 74-82.  

7. Gratacap-Cavallier, B., Bonadona, A., Berthier, R., Brambilla, E., Seigneurin, J.M., Lorimier, P. (2003). A 
simplified cytomegalovirus pp65 antigenemia assay procedure. J Clin Virol. 28, 317-322.  

8. Heikinheimo, P., Helland, R., Schrøder Leiros, H.-K., Leiros, I., Karlsen, S., Evjen, G., Ravelli, R., 
Schoehn, G., Ruigrok, R.W.H., Tollersrud, O.-K., McSweeney, S. and Hough, E. (2003). The structure of 
bovine lysosomal �-mannosidase suggests a novel mechanism for low-pH activation. J. Mol. Biol. 327, 
631-644.  

9. Mahot, S., Sergeant, A., Drouet, E., Gruffat, H. (2003). A novel function for the Epstein-Barr virus 
transcription factor EB1/Zta: induction of transcription of the hIL-10 gene. J Gen Virol. 84, 965-974. 

10. Mavrakis, M., Iseni, F., Mazza, C., Schoehn, G., Ebel, C., Gentzel, M., Franz, T. and Ruigrok, R.W.H. 
(2003). Isolation and characterisation of the rabies virus Nº-P complex produced in insect cells. Virology 
305, 406-414. 

11. Schoehn, G., Di Guilmi, A.M., Lemaire, D., Attree, I., Weissenhorn, W. and Dessen A. (2003). 
Oligomerization of type III secretion proteins PopB and PopD precedes pore formation in Pseudomonas. 
EMBO J. 22, 4957-4967. 

12. Sirvent-Von Bueltzingsloewen, A., Sirvent, N., Morand, P., Cassuto, J.P. (2003). Fatal central nervous 
system lesions emerging during anti-CD20 monoclonal antibody therapy (Rituximab) for a post 
transplantation Epstein Barr virus-linked lymphoma. Med Pediatr Oncol. 40, 408-409. 



 2 

13. Thomassen, E., Gielen, G., Schutz, M., Schoehn, G., Abrahams, J.P., Miller, S. and van Raaij, M.J. 
(2003). The structure of the receptor-binding domain of the bacteriophage T4 short tail fibre reveals a 
knitted trimeric metal-binding fold. J. Mol. Biol.. 331, 361-373.  

14. Timmins, J., Schoehn, G., Ricard-Blum, S., Scianimanico, S., Vernet, T., Ruigrok, R.W.H. and 
Weissenhorn, W. (2003). Ebola virus matrix protein VP40 interaction with human cellular factors Tsg101 
and Nedd4. J. Mol. Biol. 326, 493-502.  

15. Timmins, J., Schoehn, G., Kohlhaas, C., Klenk, H.-D., Ruigrok, R.W.H. and Weissenhorn, W. (2003). 
Oligomerization and polymerization of the filovirus matrix protein VP40. Virology 312, 359-368. 

16. Tournier, J.N., Hellmann, A.Q., Lesca, G., Jouan, A., Drouet, E., Mathieu, J. (2003). Fever-like thermal 
conditions regulate the activation of maturing dendritic cells. J Leukoc Biol. 73, 493-501. 

17. Kobayashi, T., Nureki, O., Ishitani, R., Yaremchuk, A., Tukalo, M., Cusack, S., Sakamoto, K. & 
Yokoyama, S.Structural basis for orthogonal tRNA specificities of tyrosyl-tRNA synthetases for genetic 
code expansion.Nat Struct Biol 2003 (6):425-32.  

18. Lincecum, T.L., Tukalo, M., Yaremchuk, A., Mursinna, R.S., Williams, A.M., Sproat, B.S., Van Den 
Eynde, W., Link, A., Van Calenbergh, S., Grotli, M., Martinis, S.A. & Cusack, S.Structural and 
mechanistic basis of pre- and posttransfer editing by leucyl-tRNA synthetase. 
Mol Cell 2003 (4):951-63.  

19. Kort, R., Ravelli, R. B., Schotte, F., Bourgeois, D., Crielaard, W., Hellingwerf, K. J. & Wulff, M. (2003). 
Characterization of photocycle intermediates in crystalline photoactive yellow protein. Photochem 
Photobiol 78, 131-7. 

20. Diederichs, K., McSweeney, S. & Ravelli, R. B. (2003). Zero-dose extrapolation as part of 
macromolecular synchrotron data reduction. Acta Crystallogr D Biol Crystallogr 59, 903-9. 

21. Alphey, M. S., Gabrielsen, M., Micossi, E., Leonard, G. A., McSweeney, S. M., Ravelli, R. B., Tetaud, E., 
Fairlamb, A. H., Bond, C. S. & Hunter, W. N. (2003). Tryparedoxins from Crithidia fasciculata and 
Trypanosoma brucei: photoreduction of the redox disulfide using synchrotron radiation and evidence for 
a conformational switch implicated in function. J Biol Chem 278, 25919-25. 

22. Heikinheimo, P., Helland, R., Leiros, H. K., Leiros, I., Karlsen, S., Evjen, G., Ravelli, R., Schoehn, G., 
Ruigrok, R., Tollersrud, O. K., McSweeney, S. & Hough, E. (2003). The structure of bovine lysosomal 
alpha-mannosidase suggests a novel mechanism for low-pH activation. J Mol Biol 327, 631-44. 

23. Ravelli, R. B., Leiros, H. K., Pan, B., Caffrey, M. & McSweeney, S. (2003). Specific radiation damage 
can be used to solve macromolecular crystal structures. Structure 11, 217-24. 

24. Sotgiu, G., Zambianchi, M., Barbarella, G., Aruffo, F., Cipriani, F. & Ventola, A. (2003). Rigid-core 
fluorescent oligothiophene-S,S-dioxide isothiocyanates. Synthesis, optical characterization, and 
conjugation to monoclonal antibodies. J Org Chem 68, 1512-20.  

25. Grune, T., Brzeski, J., Eberharter, A., Clapier, C.R., Corona, D.F., Becker, P.B. & Müller, C.W.Crystal 
structure and functional analysis of a nucleosome recognition module of the remodeling factor ISWI. Mol 
Cell (2003) 12:449-60. 

26. Angelov, D., Charra, M., Muller, C.W., Cadet, J. & Dimitrov, S.Solution study of the NF-kappaB p50-DNA 
complex by UV laser protein-DNA cross-linking.Photochem Photobiol (2003) 77:592-6.  

27. Cohen, S.X., Moulin, M., Hashemolhosseini, S., Kilian, K., Wegner, M. & Müller, C.W.Structure of the 
GCM domain-DNA complex: a DNA-binding domain with a novel fold and mode of target site recognition. 
EMBO J (2003) 22:1835-45.  

28. Kobayashi, T., Nureki, O., Ishitani, R., Yaremchuk, A., Tukalo, M., Cusack, S., Sakamoto, K. & 
Yokoyama, S. (2003). Structural basis for orthogonal tRNA specificities of tyrosyl-tRNA synthetases for 
genetic code expansion. Nat Struct Biol 10, 425-32. 

29. Lincecum, T. L., Jr., Tukalo, M., Yaremchuk, A., Mursinna, R. S., Williams, A. M., Sproat, B. S., Van Den 
Eynde, W., Link, A., Van Calenbergh, S., Grotli, M., Martinis, S. A. & Cusack, S. (2003). Structural and 
mechanistic basis of pre- and posttransfer editing by leucyl-tRNA synthetase. Mol Cell 11, 951-63. 

30. Marquez, J. A., Smith, C. I., Petoukhov, M. V., Lo Surdo, P., Mattsson, P. T., Knekt, M., Westlund, A., 
Scheffzek, K., Saraste, M. & Svergun, D. I. (2003). Conformation of full-length Bruton tyrosine kinase 



 3 

(Btk) from synchrotron X-ray solution scattering. Embo J 22, 4616-24. 

 
2004 

1. Andrey, P., Lavault, B., Cipriani, F., & Maurin Y. (2004). Using image analysis for automated crystal 
positioning in a synchrotron X-ray beam for high-throughput macromolecular crystallography. J. Appl. 
Cryst. , 37, 265-269 

 
2. Backe, P.H., Ravelli, R.B.G., Garman, E. & Cusack, S. (2004). Crystallization, microPIXE and 

preliminary crystallographic analysis of the complex between the third KH domain of hnRNP K and 
single-stranded DNA. Acta Crystallogr D Biol Crystallogr, 60, 784-787 

 
3. Burmeister, W.P., Guilligay, D., Cusack, S., Wadell, G. & Arnberg, N. (2004). Crystal structure of species 

D adenovirus fiber knobs and their sialic acid binding sites. J Virol, 78(14), 7727-7736 
 

4. Huck, L., Scherrer, A., Terzi, L., Johnson, A.E., Bernstein, H.D., Cusack, S., Weichenrieder, O. & Strub, 
K. (2004). Conserved tertiary base pairing ensures proper RNA folding and efficient assembly of the 
signal recognition particle Alu domain. Nucleic Acids Res, 32(16), 4915-4924 

 
5. Kadlec, J., Izaurralde, E. & Cusack, S. (2004). The structural basis for the interaction between 

nonsense-mediated mRNA decay factors UPF2 and UPF3. Nat Struct Mol Biol, 11(4), 330-337 
 
6. Musier-Forsyth, K., Burke, B. & Cusack, S. (2004). Prolyl-tRNA synthetase. In: "Aminoacyl-tRNA 

Synthetasees", Ibba, M., Francklyn, C., & Cusack, S. (Eds.), Landes Biosciences, 2004 
 
7. Weygand Durasevic, I. & Cusack, S. (2004). Seryl-tRNA synthetase. In: "Aminoacyl-tRNA 

Synthetasees", Ibba, M., Francklyn, C., & Cusack, S. (Eds.), Landes Biosciences, 2004 
 

8. Boutell, J.M., Hart, D.J., Godber, B.L., Kozlowski, R.Z. & Blackburn, J.M. (2004). Functional protein 
microarrays for parallel characterisation of p53 mutants. Proteomics, 4(7), 1950-1958 

 
9. de Lumley, M., Hart, D.J., Cooper, M.A., Symeonides, S. & Blackburn, J.M. (2004). A biophysical 

characterisation of factors controlling dimerisation and selectivity in the NF-kappaB and NFAT families. J 
Mol Biol, 339(5), 1059-1075 

 
10. Meilleur, F., Contzen, J., Myles, D.A. & Jung, C. (2004). Structural stability and dynamics of 

hydrogenated and perdeuterated cytochrome P450cam (CYP101). Biochemistry, 43(27), 8744-8753 
 
11. Hothorn, M., D'Angelo, I., Marquez, J.A., Greiner, S. & Scheffzek, K. (2004). The invertase inhibitor Nt-

CIF from tobacco: a highly thermostable four-helix bundle with an unusual N-terminal extension. J Mol 
Biol, 335(4), 987-995 

 
12. Grininger, M., Ravelli, R.B.G., Heider, U. & Zeth, K. (2004). Expression, crystallization and 

crystallographic analysis of DegS, a stress sensor of the bacterial periplasm. Acta Crystallogr D Biol 
Crystallogr, 60(Pt 8), 1429-1431 

 
13. Harel, M., Aharoni, A., Gaidukov, L., Brumshtein, B., Khersonsky, O., Meged, R., Dvir, H., Ravelli, R.B., 

McCarthy, A., Toker, L., Silman, I., Sussman, J.L. & Tawfik, D.S. (2004). Structure and evolution of the 
serum paraoxonase family of detoxifying and anti-atherosclerotic enzymes. Nat Struct Mol Biol, 11(5), 
412-419 

 
14. J. W. Murray, E. F. Garman and R. Ravelli (2004). X-ray absorption by macromolecular crystals: the 

effects of wavelength andcrystal composition on absorbed dose.J Appl Cryst, 37, 513-522 
 
15. Kort, R., Hellingwerf, K.J. & Ravelli, R.B.G. (2004). Initial events in the photocycle of photoactive yellow 

protein. J Biol Chem, 279(25), 26417-26424 
 

16. Lesourd, M., Ravelli, R.B.G., & Zhang, L. (2004). Identification of X-ray beam instability sources for a MX 
beamline at the ESRF. In "Proceedings of the 2nd International Wokshop on Mechanical Engineering 
Design of Synchrotron Equipement and Instrumentation." 
 

17. Ravelli, R.B.G., Gigant, B., Curmi, P.A., Jourdain, I., Lachkar, S., Sobel, A. & Knossow, M. (2004). 
Insight into tubulin regulation from a complex with colchicine and a stathmin-like domain. Nature, 
428(6979), 198-202 

 



 4 

18. Soler-Lopez, M., Petosa, C., Fukuzawa, M., Ravelli, R.B.G., Williams, J.G. & Müller, C.W. (2004). 
Structure of an activated Dictyostelium STAT in its DNA-unbound form. Mol Cell, 13(6), 791-804 

 
19. Mavrakis, M., McCarthy, A.A., Roche, S., Blondel, D. & Ruigrok, R.W. (2004). Structure and function of 

the C-terminal domain of the polymerase cofactor of rabies virus. J Mol Biol, 343(4), 819-831 
 
20. Schoehn, G., Mavrakis, M., Albertini, A., Wade, R., Hoenger, A. & Ruigrok, R.W. (2004). The 12A 

structure of trypsin-treated measles virus N-RNA. J Mol Biol, 339(2), 301-312 
 
21. Sola, M., Bavro, V.N., Timmins, J., Franz, T., Ricard-Blum, S., Schoehn, G., Ruigrok, R.W., Paarmann, 

I., Saiyed, T., O'Sullivan, G.A., Schmitt, B., Betz, H. & Weissenhorn, W. (2004). Structural basis of 
dynamic glycine receptor clustering by gephyrin. EMBO J, 23(13), 2510-2519 
 

22. Timmins, J., Ruigrok, R.W. & Weissenhorn, W. (2004). Structural studies on the Ebola virus matrix 
protein VP40 indicate that matrix proteins of enveloped RNA viruses are analogues but not homologues. 
FEMS Microbiol Lett, 233(2), 179-186 

 
23. Bracher, A. & Weissenhorn, W. (2004). Crystal structure of the Habc domain of neuronal syntaxin from 

the squid Loligo pealei reveals conformational plasticity at its C-terminus. BMC Struct Biol, 4(1), 6 
 
24. Eichler, R., Strecker, T., Kolesnikova, L., ter Meulen, J., Weissenhorn, W., Becker, S., Klenk, H.D., 

Garten, W. & Lenz, O. (2004). Characterization of the Lassa virus matrix protein Z: electron microscopic 
study of virus-like particles and interaction with the nucleoprotein (NP). Virus Res, 100(2), 249-255 

 
25. Lenz, O., Dittmar, M.T., Wagner, A., Ferko, B., Vorauer-Uhl, K., Stiegler, G. & Weissenhorn, W. (2004). 

Trimeric membrane anchored gp41 inhibits HIV membrane fusion. J Biol Chem 2004 Dec 1;. 
 

26. Schibli, D.J. & Weissenhorn, W. (2004). Class I and class II viral fusion protein structures reveal similar 
principles in membrane fusion. Mol Membr Biol, 21(6), 361-371 
 

27. Weissenhorn, W. (2004). Structure of viral proteins. In "Ebola and Marburg Viruses: Molecular and 
Cellular Biology", Klenk, H.D. & Feldmann, H. (Eds.), Horizon Scientific Press, 2004 
 

28. Wernimont, A.K. & Weissenhorn, W. (2004). Crystal structure of subunit VPS25 of the endosomal 
trafficking complex ESCRT-II. BMC Struct Biol, 4(1), 10 

 
29. Arzt, S., Petit, I., Burmeister, W.P., Ruigrok, R.W. & Baudin, F. (2004). Structure of a knockout mutant of 

influenza virus M1 protein that has altered activities in membrane binding, oligomerisation and binding to 
NEP (NS2). Virus Res, 99(2), 115-119 

 
30. Petosa, C., Schoehn, G., Askjaer, P., Bauer, U., Moulin, M., Steuerwald, U., Soler-Lopez, M., Baudin, F., 

Mattaj, I.W. & Muller, C.W. (2004). Architecture of CRM1/Exportin1 suggests how cooperativity is 
achieved during formation of a nuclear export complex. Mol Cell, 16(5), 761-775 

 
31. Kainov, D.E., Simonov, V., Bamford, D.H., Tuma, R., Gottlieb, P., Wei, H., Walsh, M.A., Belrhali, H. & 

Merckel, M.C. (2004). Crystallization and preliminary X-ray diffraction analysis of bacteriophage varphi12 
packaging factor P7. Acta Crystallogr D Biol Crystallogr, 60(Pt 12 Pt 2), 2368-2370 

 
32. Papanikolopoulou, K., Teixeira, S., Belrhali, H., Forsyth, V.T., Mitraki, A. & van Raaij, M.J. (2004). 

Adenovirus fibre shaft sequences fold into the native triple beta-spiral fold when N-terminally fused to the 
bacteriophage T4 fibritin foldon trimerisation motif. J Mol Biol, 342(1), 219-227 

 
 
33. Blakeley, M.P., Kalb, A.J., Helliwell, J.R. & Myles, D.A. (2004). The 15-K neutron structure of saccharide-

free concanavalin A. Proc Natl Acad Sci U S A, 101(47), 16405-16410 
 
34. Crepin, T., Schmitt, E., Blanquet, S. & Mechulam, Y. (2004). Three-dimensional structure of methionyl-

tRNA synthetase from Pyrococcus abyssi. Biochemistry, 43(9), 2635-2644 
 

35. Tropel, P., Noel, D., Platet, N., Legrand, P., Benabid, A.L. & Berger, F. (2004). Isolation and 
characterisation of mesenchymal stem cells from adult mouse bone marrow. Exp Cell Res, 295(2), 395-
409 

 
36. Blanchard, L., Tarbouriech, N., Blackledge, M., Timmins, P., Burmeister, W.P., Ruigrok, R.W.H. and 

Marion, D. (2004). Structure and dynamics of the nucleocapsid-binding domain of the Sendai virus 
phosphoprotein in solution. Virology 319, 201-211. 

 



 5 

37. Carrat, F., Bani-Sadr, F., Pol, S., Rosenthal, E., Lunel-Fabiani, F., Benzekri, A., Morand, P., Goujard, C., 
Pialoux, G., Piroth, L., Salmon-Ceron, D., Degott, C., Cacoub, P., Perronne, C. (2004). Pegylated 
interferon alfa-2b vs standard interferon alfa-2b, plus ribavirin,for chronic hepatitis C in HIV-infected 
patients: a randomized controlled trial. JAMA. 292, 2839-2848. 

 
38. Chassagne, S., Laffly, E., Drouet, E., Herodin, F., Lefranc, M.P., Thullier, P. (2004). A high-affinity 

macaque antibody Fab with human-like framework regions obtained from a small phage display immune 
library. Mol Immunol. 41,539-546. 

39. Contamin, C., Brion, J.P., Bayle, F., Morand, P., Peoch, M., Vialtel, P. (2004). A case of arthritis caused 
by cytomegalovirus after kidney transplantation. Transplant Infectious Dis. 6 1-3. 

40. Danve-Szatanek, C., Aymard, M., Thouvenot, D., Morfin, F., Agius, G., Bertin, I., Billaudel, S., Chanzy, 
B., CosteBurel, M., Finkielsztejn, L., Fleury, H., Hadou, T., Henquell, C., Lafeuille, H., Lafon, M.E., Le 
Faou, A., Legrand, M.C., Maille, L., Mengelle, C., Morand, P., Morinet, F., Nicand, E., Omar, S., Picard, 
B., Pozzetto, B., Puel, J., Raoult, D., Scieux, C., Segondy, M., Seigneurin, J.M., Teyssou, R., Zandotti, 
C. (2004). Surveillance network for herpes simplex virus resistance to antiviral drugs:3-year follow-up.  J 
Clin Microbiol. 42, 242-249. 

41. Fafi-Kremer, S., Brengel, K., Bargues, G., Bourgeat, M.J., Genoulaz, O., Seigneurin, J.M., Morand, P. 
(2004). Assessment of Automated DNA Extraction Coupled with Real-Time PCR for Measuring Epstein-
Barr Virus Load in Whole Blood, Peripheral Mononuclear Cells and Plasma. J Clin Virol. 30,157-164. 

42. Favier, A. L. , Burmeister, W. P. &  Chroboczek, J. (2004). Unique physicochemical properties of human 
enteric Ad41 responsible for its survival and replication in the gastrointestinal tract. Virology 322, 93-104. 

43. Germi, R., Morand, P., Brengel-Pesce, K., Fafi-Kremer, S., Balout, M., Genoulaz, O., Ginevra, C., 
Bargues, G., Seigneurin, J.M. (2004). Quantification of gp350/220 Epstein-Barr Virus mRNAs by Real-
Time RT-PCR in EBV-associated diseases. Clin Chem. 50,1814-1817. 

44. Marcellin, A.G., Gorin, I., Morand, P., Ait-Arkoub, Z., Deleuze, J., Morini, J.P., Calvez, V., Dupin, N. 
(2004), Quantification of Kaposi’s sarcoma associated herpesvirus in blood, oral mucosa and saliva in 
patients with Kaposi’s sarcoma. AIDS Res Hum Retroviruses. 7, 704-708.  

45. Petosa, C., Schoehn, G., Askjaer, P., Bauer, U., Moulin, M., Steuerwald, U., Soler-Lopez, M., Baudin, F., 
Mattaj, I.W., Muller, C.W. (2004) Architecture of CRM1/Exportin1 suggests how cooperativity is achieved 
during formation of a nuclear export complex. Mol Cell. 16, 761-775. 

46. Thelu, M.A., Drouet, E., Hilleret, M.N., Zarski, J.P. (2004). Lack of clinical significance of variability in the 
internal ribosome entry site of hepatitis C virus. J Med Virol. 72, 396-405. 

 
2005 

1. Arzt, S., Beteva, A., Cipriani, F., Delageniere, S., Felisaz, F., Forstner, G., Gordon, E., Launer, L., 
Lavault, B., Leonard, G., Mairs, T., McCarthy, A., McCarthy, J., McSweeney, S., Meyer, J., Mitchell, E., 
Monaco, S., Nurizzo, D., Ravelli, R.B.G., Rey, V., Shepard, W., Spruce, D., Svensson, O. & Theveneau, 
P. (2005). Automation of macromolecular crystallography beamlines. Prog Biophys Mol Biol, 89(2), 124-
152 

 
2. Backe, P.H., Messias, A.C., Ravelli, R.B.G., Sattler, M. & Cusack, S. (2005). X-ray crystallographic and 

NMR studies of the third KH domain of hnRNP K in complex with single-stranded nucleic acids. Structure 
(Camb), 13(7), 1055-1067 

 
3. Cusack, S. (2005). Adenovirus complex structures. Curr Opin Struct Biol, 15(2), 237-243 
 
4. Fabry, C.M., Rosa-Calatrava, M., Conway, J.F., Zubieta, C., Cusack, S., Ruigrok, R.W. & Schoehn, G. 

(2005). A quasi-atomic model of human adenovirus type 5 capsid. EMBO J, 24(9), 1645-1654 
 
5. Seiradake, E. & Cusack, S. (2005). Crystal structure of enteric adenovirus serotype 41 short fiber head. 

J Virol, 79(22), 14088-14094 
 
6. Tarbouriech, N., Buisson, M., Seigneurin, J.M., Cusack, S. & Burmeister, W.P. (2005). The Monomeric 

dUTPase from Epstein-Barr Virus Mimics Trimeric dUTPases. Structure (Camb), 13(9), 1299-1310 
 



 6 

7. Tukalo, M., Yaremchuk, A., Fukunaga, R., Yokoyama, S. & Cusack, S. (2005). The crystal structure of 
leucyl-tRNA synthetase complexed with tRNA(Leu) in the post-transfer-editing conformation. Nat Struct 
Mol Biol, 12(10), 923-930 

 
8. Worch, R., Niedzwiecka, A., Stepinski, J., Jankowska-Anyszka, M., Mazza, C., Darzynkiewicz, E., 

Cusack, S. & Stolarski, R. (2005). Significance of the first transcribed nucleoside of capped RNA for 
ligand-induced folding of the cap-binding complex. Journal of Physics-condensed Matter, 17(18), 1495-
1502 

 
9. Worch, R., Niedzwiecka, A., Stepinski, J., Mazza, C., Jankowska-Anyszka, M., Darzynkiewicz, E., 

Cusack, S. & Stolarski, R. (2005). Specificity of recognition of mRNA 5' cap by human nuclear cap-
binding complex. RNA, 11(9), 1355-1363 

 
10. Worch, R., Stepinski, J., Niedzwiecka, A., Jankowska-Anyszka, M., Mazza, C., Cusack, S., Stolarski, R. 

& Darzynkiewicz, E. (2005). Novel way of capping mRNA trimer and studies of its interaction with human 
nuclear cap-binding complex. Nucleosides Nucleotides Nucleic Acids, 24(5-7), 1131-1134 

 
11. Zubieta, C., Schoehn, G., Chroboczek, J. & Cusack, S. (2005). The structure of the human adenovirus 2 

penton. Mol Cell, 17(1), 121-135 
 
12. Blackburn, J.M. & Hart, D.J. (2005). Fabrication of protein function microarrays for systems-oriented 

proteomic analysis. Methods Mol Biol, 310, 197-216 
 
13. Yoshida, H., Hensgens, C.M., van der Laan, J.M., Sutherland, J.D., Hart, D.J. & Dijkstra, B.W. (2005). 

An approach to prevent aggregation during the purification and crystallization of wild type acyl coenzyme 
A: isopenicillin N acyltransferase from Penicillium chrysogenum. Protein Expr Purif, 41(1), 61-67 

 
14. Dubnovitsky, A.P., Ravelli, R.B.G., Popov, A.N. & Papageorgiou, A.C. (2005). Strain relief at the active 

site of phosphoserine aminotransferase induced by radiation damage. Protein Sci, 14(6), 1498-1507 
 
15. Gigant, B., Wang, C., Ravelli, R.B.G. & Knossow, M. (2005). [The regulation of tubulin by vinblastine.] 

Med Sci (Paris), 21(10), 814-815 
 
16. Gigant, B., Wang, C., Ravelli, R.B.G., Roussi, F., Steinmetz, M.O., Curmi, P.A., Sobel, A. & Knossow, M. 

(2005). Structural basis for the regulation of tubulin by vinblastine. Nature, 435(7041), 519-522 
 
17. Murray, J.W., Rudiño-Piñera, E., Owen, R.L., Grininger, M., Ravelli, R.B.G. & Garman, E.F. (2005). 

Parameters affecting the X-ray dose absorbed by macromolecular crystals. J Synchrotron Radiat, 12(Pt 
3), 268-275 

 
18. Nanao, M.H., Sheldrick, G.M. & Ravelli, R.B.G. (2005). Improving radiation-damage substructures for 

RIP. Acta Crystallogr D Biol Crystallogr, 61(Pt 9), 1227-1237 
 
19. Ravelli, R.B.G., Nanao, M.H., Nanao, A., White, S. & McSweeney, S. (2005). Phasing in the presence of 

radiation damage. J Synchrotron Radiat, 12(Pt 3), 276-284 
 
20. Weik, M., Schreurs, A.M., Leiros, H.K., Zaccai, G., Ravelli, R.B.G. & Gros, P. (2005). Supercooled liquid-

like solvent in trypsin crystals: implications for crystal annealing and temperature-controlled X-ray 
radiation damage studies. J Synchrotron Radiat, 12(Pt 3), 310-317 

 
21. Hoenen, T., Volchkov, V., Kolesnikova, L., Mittler, E., Timmins, J., Ottmann, M., Reynard, O., Becker, S. 

& Weissenhorn, W. (2005). VP40 octamers are essential for Ebola virus replication. J Virol, 79(3), 1898-
1905 

 
22. Hoenen, T., Volchkov, V., Kolesnikova, L., Mittler, E., Timmins, J., Ottmann, M., Reynard, O., Becker, S. 

& Weissenhorn, W. (2005). VP40 octamers are essential for Ebola virus replication. J Virol, 79(3), 1898-
1905 

 
23. Nguyen, T.L., Schoehn, G., Weissenhorn, W., Hermone, A.R., Burnett, J.C., Panchal, R.G., McGrath, C., 

Zaharevitz, D.W., Aman, M.J., Gussio, R. & Bavari, S. (2005). An all-atom model of the pore-like 
structure of hexameric VP40 from Ebola: structural insights into the monomer-hexamer transition. J 
Struct Biol, 151(1), 30-40 

 
24. Weissenhorn, W. (2005). Crystal structure of the endophilin-A1 BAR domain. J Mol Biol, 351(3), 653-661 
 
25. Garcia-Robles, I., Akarsu, H., Müller, C.W., Ruigrok, R.W. & Baudin, F. (2005). Interaction of influenza 

virus proteins with nucleosomes. Virology, 332(1), 329-336 



 7 

 
26. Azarkan M, Clantin B, Bompard C, Belrhali H, Baeyens-Volant D, Looze Y, Villeret V, Wintjens R (2005). 

Crystallization and preliminary X-ray diffraction studies of the glutaminyl cyclase from Carica papaya 
latex. Acta Crystallographica Section F-Structural Biology and Crystallization Communic, 61, 59-61 

 
27. Meilleur, F., Dauvergne, M.T., Schlichting, I. & Myles, D.A. (2005). Production and X-ray crystallographic 

analysis of fully deuterated cytochrome P450cam. Acta Crystallogr D Biol Crystallogr, 61(Pt 5), 539-544 
 
28. Hazemann, I., Dauvergne, M.T., Blakeley, M.P., Meilleur, F., Haertlein, M., Van Dorsselaer, A., 

Mitschler, A., Myles, D.A. & Podjarny, A. (2005). High-resolution neutron protein crystallography with 
radically small crystal volumes: application of perdeuteration to human aldose reductase. Acta 
Crystallogr D Biol Crystallogr, 61(Pt 10), 1413-1417 

 
29. Dautel OJ, Wantz G, Flot D, Lere-Porte JP, Moreau JJE, Parneix JP, Serein-Spirau F, Vignau L (2005). 

Confined photoactive substructures on a chiral scaffold: the design of an electroluminescent polyimide 
as material for PLED. Journal of Materials Chemistry, 15(41), 4446-4452 

 
30. Morlot, C., Pernot, L., Le Gouellec, A., Di Guilmi, A.M., Vernet, T., Dideberg, O. & Dessen, A. (2005). 

Crystal structure of a peptidoglycan synthesis regulatory factor (PBP3) from Streptococcus pneumoniae. 
J Biol Chem, 280(16), 15984-15991 

 
31. Noirclerc-Savoye, M., Le Gouellec, A., Morlot, C., Dideberg, O., Vernet, T. & Zapun A. (2005). DivIB, 

FtsL and DivIC form a transient trimeric complex during cell division in Streptococcus pneumoniae. Mol. 
Microbiol., 55, 413-424 

 
32. Xu, T., Sampath, A., Chao, A., Wen, D., Nanao, M., Chene, P., Vasudevan, S.G. & Lescar, J. (2005). 

Structure of the Dengue virus helicase/nucleoside triphosphatase catalytic domain at a resolution of 2.4 
A. J Virol, 79(16), 10278-10288 

 
33. Blanquet-Grossard, F., Thielens, N.M., Vendrely, C., Jamin, M. Arlaud, G.J. (2005). Complement protein 

C1q recognizes a conformationally modified form of the prion protein. Biochemistry 44, 4349-4356. 
 

34. Bourderioux, A., Lefoix, M., Gueyrard, D., Tatibouet, A., Cottaz, S., Arzt, S., Burmeister, W.P., Rollin, P. 
(2005). The glucosinolate-myrosinase system. New insights into enzyme-substrate interactions by use of 
simplified inhibitors. Org. Biomol. Chem. 3, 1872-1879. 

 
35. Fafi-Kremer, S., Morand, P., Brion, J.P., Pavese, P., Baccard, M., Germi, R., Genoulaz, O., Nicod, S., 

Jolivet, M., Ruigrok, R.W.H., Stahl, J.P., Seigneurin, J.M. (2005). Long-term shedding of infectious 
epstein-barr virus after infectious mononucleosis. J Infect Dis. 191, 985-989. 

 
36. Fafi-Kremer, S., Morand, P., Germi, R., Balloud M., Brion, J.P., Genoulaz, O., Nicod, S., Stahl, J.P., 

Ruigrok, R.W.H., Seigneurin, J.M. (2005). A prospective follow-up of Epstein-Barr virus LMP1 genotypes 
in saliva and blood during infectious mononucleosis. J Infect Dis. 192, 2108-2111. 

 
37. Gafa, V., Manches, O., Pastor, A., Drouet, E., Ambroise-Thomas, P., Grillot, R., Aldebert, D. (2005). 

Human cytomegalovirus downregulates complement receptors (CR3, CR4) and decreases phagocytosis 
by macrophages. J. Med. Virol. 76, 361-366. 

 
38. Hong, S.S.,  Szolajska, E., Schoehn, G., Franqueville, L., Susanna Myhre, S., Lindholm, L., Ruigrok, 

R.W.H., Boulanger, P. and Chroboczek, J. (2005). The 100K-chaperone protein from Adenovirus 
serotype 2 (subgroup C) assists in trimerization and nuclear localization of hexons from subgroups C 
and B adenoviruses. J Mol Biol. 352, 125-138. 

 
39. Husebye, H., Arzt, S., Burmeister, W.P., Hartel, F.V., Brandt, A., Rossiter, J.T., Bones, A.M. (2005). 

Crystal structure at 1.1 Angstroms resolution of an insect myrosinase from Brevicoryne brassicae shows 
its close relationship to beta-glucosidases. Insect Biochem Mol Biol. 35, 1311-1320. 

 
40. Jamin, M. (2005). The folding process of apomyoglobin, Protein Pept. Lett. 12, 229-234. 

 
41. Kolakofsky, D., Roux, L., Garcin, D., Ruigrok, RWH. (2005). Paramyxovirus mRNA editing, the 'rule of 

six' and error catastrophe: a hypothesis. J. Gen. Virol. 86, 1869-1877. 
 

42. Laffly, E., Danjou, L., Condemine, F., Vidal, D., Drouet, E., Lefranc, M.P., Bottex, C., Thullier, P.,(2005). 
Selection of a macaque Fab with framework regions like those in humans, high affinity, and ability to 
neutralize the protective antigen (PA) of Bacillus anthracis by binding to the segment of PA between 
residues 686 and 694. Antimicrob Agents Chemother. 49, 3414-3420.  



 8 

43. Mahot, S., Fender, P., Vives, R.R., Caron, C., Perrissin, M., Gruffat, H., Sergeant, A., Drouet, E. (2005). 
Cellular uptake of the EBV transcription factor EB1/Zta. Virus Res. 110, 187-193.  

44. Martinez-Fleites, C., Ortiz-Lombardia, M., Pons, T., Tarbouriech, N., Taylor, E.J., Arrieta, J.G., 
Hernandez, L., Davies, G.J. (2005). Crystal structure of levansucrase from the Gram-negative bacterium 
Gluconacetobacter diazotrophicus. Biochem J. 390, 19-27. 

45. Nguyen, T.L., Schoehn, G., Weissenhorn, W., Hermone, A.R., Burnett, J.C. Panchal, R.G., McGrath, C., 
Zaharevitz, D.W., Aman, M.J., Gussio, R., Bavari, S. (2005). An all-atom model of the pore-like structure 
of hexameric VP40 from Ebola: Structural insights into the monomer–hexamer transition. J Struct. Biol. 
151, 30-40. 

46. Papanikolopoulou, K., Schoehn, G., Forge, V., Forsyth, V.T., Riekel, C., Hernandez, J.F., Ruigrok, R.W., 
Mitraki, A. (2005). Amyloid fibril formation from sequences of a natural beta-structured fibrous protein, 
the adenovirus fiber. J Biol Chem. 280, 2481-2490. 

47. Pasdeloup, D., Poisson, N., Raux, H., Gaudin, Y., Ruigrok, R.W., Blondel, D. (2005).  Nucleocytoplasmic 
shuttling of the rabies virus P protein requires a nuclear localization signal and a CRM1-dependent 
nuclear export signal. Virology 334, 284-293. 

48. Petit, M.-A., Lièvre, M., Peyrol, S., Michal, Y., Berthillon, P., Ruigrok, R.W.H. and Trépo, C. (2005). 
Enveloped Particles in the Serum of Chronic Hepatitis C Patients. Virology 336, 144-153. 

49. Regis, W.C.B., Fattori, J., Santoro, M.M., Jamin, M. and Ramos, C.H.I. (2005). On the difference 
between horse and sperm whale myoglobins. Arch. Biochem. Biophys. 436, 168-177. 

50. Tarbouriech, N., Prates, J.A., Fontes, C.M., Davies, G.J. (2005). Molecular determinants of substrate 
specificity in the feruloyl esterase module of xylanase 10B from Clostridium thermocellum. Acta 
Crystallogr D Biol Crystallogr. 61, 194-197. 

51. Vendrely, C., Valadié, H., Bednarova, L., Cardin, L., Pasdeloup, M., Cappadoro, J., Bednar, J., Rinaudo, 
M. and Jamin, M. (2005). Assembly of the full-length recombinant mouse prion protein I. Formation of 
soluble oligomers. Biochim. Biophys. Acta. 1724, 355-366. 

52. Weisbuch, S., Gérard, F., Pasdeloup, M., Cappadoro, J., Dupont, Y. and Jamin, M. (2005). Cooperative 
submillisecond folding kinetics of apomyoglobin pH 4 intermediate. Biochemistry 44, 7013-7023. 

 

 

2006 
1. Cipriani, F., Felisaz, F., Launer, L., Aksoy, J.S., Caserotto, H., Cusack, S., Dallery, M., di-Chiaro, F., 

Guijarro, M., Huet, J., Larsen, S., Lentini, M., McCarthy, J., McSweeney, S., Ravelli, R., Renier, M., 
Taffut, C., Thompson, A., Leonard, G.A. & Walsh, M.A. (2006). Automation of sample mounting for 
macromolecular crystallography. Acta Crystallogr D Biol Crystallogr, 62(Pt 10), 1251-1259 

 
2. Lavault, B., Ravelli, R.B. & Cipriani, F. (2006). C3D: a program for the automated centring of cryocooled 

crystals. Acta Crystallogr D Biol Crystallogr, 62(Pt 11), 1348-1357 
 
3. Vernede, X., Lavault, B., Ohana, J., Nurizzo, D., Joly, J., Jacquamet, L., Felisaz, F., Cipriani, F. & 

Bourgeois, D. (2006). UV laser-excited fluorescence as a tool for the visualization of protein crystals 
mounted in loops. Acta Crystallogr D Biol Crystallogr, 62(Pt 3), 253-261 

 
4. Balatsos, N.A., Nilsson, P., Mazza, C., Cusack, S. & Virtanen, A. (2006). Inhibition of mRNA 

Deadenylation by the Nuclear Cap Binding Complex (CBC). J Biol Chem, 281(7), 4517-4522 
 

5. Banci, L., Bertini, I., Cusack, S., de Jong, R.N., Heinemann, U., Jones, E.Y., Kozielski, F., Maskos, K., 
Messerschmidt, A., Owens, R., Perrakis, A., Poterszman, A., Schneider, G., Siebold, C., Silman, I., 
Sixma, T., Stewart-Jones, G., Sussman, J.L., Thierry, J.C. & Moras, D. (2006). First steps towards 
effective methods in exploiting high-throughput technologies for the determination of human protein 
structures of high biomedical value. Acta Crystallogr D Biol Crystallogr, 62(Pt 10), 1208-1217 

 
6. Crepin, T., Yaremchuk, A., Tukalo, M. & Cusack, S. (2006). Structures of two bacterial prolyl-tRNA 

synthetases with and without a cis-editing domain. Structure, 14(10), 1511-1525 
 



 9 

7. Papanikolau, Y., Papadovasilaki, M., Ravelli, R.B., McCarthy, A.A., Cusack, S., Economou, A. & 
Petratos, K. (2006). Structure of Dimeric SecA, the Escherichia coli Preprotein Translocase Motor. J Mol 
Biol. 2006  

 
8. Seiradake, E., Lortat-Jacob, H., Billet, O., Kremer, E.J. & Cusack, S. (2006). Structural and mutational 

analysis of human Ad37 and canine adenovirus 2 fibre heads in complex with the D1 domain of CAR. J 
Biol Chem. 2006 Aug 21 

 
9. Sukuru, S.C., Crepin, T., Milev, Y., Marsh, L.C., Hill, J.B., Anderson, R.J., Morris, J.C., Rohatgi, A., 

O'mahony, G., Grotli, M., Danel, F., Page, M.G., Hartlein, M., Cusack, S., Kron, M.A. & Kuhn, L.A. 
(2006). Discovering new classes of Brugia malayi Asparaginyl-tRNA synthetase inhibitors and relating 
specificity to conformational change. J Comput Aided Mol Des, 20(3), 159-178 

 
10. Tarbouriech, N., Buisson, M., Geoui, T., Daenke, S., Cusack, S. & Burmeister, W.P. (2006). Structural 

genomics of the Epstein-Barr virus. Acta Crystallogr D Biol Crystallogr, 62(Pt 10), 1276-1285 
 

11. Zubieta, C., Blanchoin, L. & Cusack, S. (2006). Structural and biochemical characterization of a human 
adenovirus 2/12 penton base chimera. FEBS J, 273(18), 4336-4345 

 
12. Alzari, P.M., Berglund, H., Berrow, N.S., Blagova, E., Busso, D., Cambillau, C., Campanacci, V., 

Christodoulou, E., Eiler, S., Fogg, M.J., Folkers, G., Geerlof, A., Hart, D., Haouz, A., Herman, M.D., 
Macieira, S., Nordlund, P., Perrakis, A., Quevillon-Cheruel, S., Tarandeau, F., van Tilbeurgh, H., Unger, 
T., Luna-Vargas, M.P., Velarde, M., Wilmanns, M. & Owens, R.J. (2006). Implementation of semi-
automated cloning and prokaryotic expression screening: the impact of SPINE. Acta Crystallogr D Biol 
Crystallogr, 62(Pt 10), 1103-1113 
 

13. Hart, D.J. & Tarendeau, F. (2006). Combinatorial library approaches for improving soluble protein 
expression in Escherichia coli. Acta Crystallogr D Biol Crystallogr, 62(Pt 1), 19-26 

 
14. Marquez, J., Reinelt, S., Koch, B., Engelmann, R., Hengstenberg, W. & Scheffzek, K. (2006). Structure 

of the full-length enzyme I of the phosphoenolpyruvate-dependent sugar phosphotransferase system. J 
Biol Chem, 281(43), 32508-32515 

 
15. Schmitter, D., Filkowski, J., Sewer, A., Pillai, R.S., Oakeley, E.J., Zavolan, M., Svoboda, P. & Filipowicz, 

W. (2006). Effects of Dicer and Argonaute down-regulation on mRNA levels in human HEK293 cells. 
Nucleic Acids Res, 34(17), 4801-4815 

 
16. Albertini, A.A., Wernimont, A.K., Muziol, T., Ravelli, R.B., Clapier, C.R., Schoehn, G., Weissenhorn, W. & 

Ruigrok, R.W. (2006). Crystal structure of the rabies virus nucleoprotein-RNA complex. Science, 
313(5785), 360-363 

 
17. Beteva, A., Cipriani, F., Cusack, S., Delageniere, S., Gabadinho, J., Gordon, E.J., Guijarro, M., Hall, 

D.R., Larsen, S., Launer, L., Lavault, C.B., Leonard, G.A., Mairs, T., McCarthy, A., McCarthy, J., Meyer, 
J., Mitchell, E., Monaco, S., Nurizzo, D., Pernot, P., Pieritz, R., Ravelli, R.G., Rey, V., Shepard, W., 
Spruce, D., Stuart, D.I., Svensson, O., Theveneau, P., Thibault, X., Turkenburg, J., Walsh, M. & 
McSweeney, S.M. (2006). High-throughput sample handling and data collection at synchrotrons: 
embedding the ESRF into the high-throughput gene-to-structure pipeline. Acta Crystallogr D Biol 
Crystallogr, 62(Pt 10), 1162-1169 
 

18. Flot, D., Gordon, E.J., Hall, D.R., Leonard, G.A., McCarthy, A., McCarthy, J., McSweeney, S., Mitchell, 
E., Nurizzo, D., Ravelli, R.B.G. & Shepard, W. (2006). The care and nurture of undulator data sets. Acta 
Crystallogr D Biol Crystallogr, 62(Pt 1), 65-71 

 
19. Legrand, P., Dumas, R., Seux, M., Rippert, P., Ravelli, R., Ferrer, J.L. & Matringe, M. (2006). 

Biochemical characterization and crystal structure of Synechocystis arogenate dehydrogenase provide 
insights into catalytic reaction. Structure, 14(4), 767-776 

 
20. Leiros, H.K., Timmins, J., Ravelli, R.B.G. & McSweeney, S.M. (2006). Is radiation damage dependent on 

the dose rate used during macromolecular crystallography data collection? Acta Crystallogr D Biol 
Crystallogr, 62(Pt 2), 125-132 

 
21. Muziol, T., Pineda-Molina, E., Ravelli, R.B., Zamborlini, A., Usami, Y., Gottlinger, H. & Weissenhorn, W. 

(2006). Structural basis for budding by the ESCRT-III factor CHMP3. Dev Cell, 10(6), 821-830 
 
22. Nanao, M.H. & Ravelli, R.B.G. (2006). Phasing macromolecular structures with UV-induced structural 

changes. Structure, 14(4), 791-800 
 



 10 

23. Nicoll, A.J., Miller, D.J., Futterer, K., Ravelli, R. & Allemann, R.K. (2006). Designed high affinity Cu(2+)-
binding alpha-helical foldamer. J Am Chem Soc, 128(28), 9187-9193 

 
24. Ravelli, R.B. & Garman, E.F. (2006). Radiation damage in macromolecular cryocrystallography. Curr 

Opin Struct Biol, 16(5), 624-629 
 
25. Singh, S.K., Hora, R., Belrhali, H., Chitnis, C.E. & Sharma, A. (2006). Structural basis for Duffy 

recognition by the malaria parasite Duffy-binding-like domain. Nature, 439(7077), 741-744 
 
26. Albertini, A.A., Clapier, C.R., Wernimont, A.K., Schoehn, G., Weissenhorn, W. & Ruigrok, R.W. (2006). 

Isolation and crystallization of a unique size category of recombinant Rabies virus Nucleoprotein-RNA 
rings. J Struct Biol. 2006 Oct 24; 

 
27. Hartlieb, B. & Weissenhorn, W. (2006). Filovirus assembly and budding. Virology, 344(1), 64-70 

 
28. Pineda-Molina, E., Belrhali, H., Piefer, A.J., Akula, I., Bates, P. & Weissenhorn, W. (2006). The crystal 

structure of the C-terminal domain of Vps28 Reveals a conserved surface required for Vps20 
recruitment. Traffic. 2006 Jun 5; 

 
29. Huvent, I., Belrhali, H., Antoine, R., Bompard, C., Locht, C., Jacob-Dubuisson, F. & Villeret, V. (2006). 

Structural analysis of Bordetella pertussis BugE solute receptor in a bound conformation. Acta 
Crystallogr D Biol Crystallogr, 62(Pt 11), 1375-1381 
 

30. Huvent, I., Belrhali, H., Antoine, R., Bompard, C., Locht, C., Jacob-Dubuisson, F. & Villeret, V. (2006). 
Crystal structure of bordetella pertussis BugD solute receptor unveils the basisof ligand binding in a new 
family of periplasmic binding proteins. Journal of Molecular Biology, 1014(4), 1014-1026 

 
31. Wintjens, R., Belrhali, H., Clantin, B., Azarkan, M., Bompard, C., Baeyens-Volant, D., Looze, Y. & 

Villeret, V. (2006). Crystal structure of papaya glutaminyl cyclase, an archetype for plant and bacterial 
glutaminyl cyclases. J Mol Biol, 357(2), 457-470 

 
32. Blakeley, M.P., Mitschler, A., Hazemann, I., Meilleur, F., Myles, D.A. & Podjarny, A. (2006). Comparison 

of hydrogen determination with X-ray and neutron crystallography in a human aldose reductase-inhibitor 
complex. Eur Biophys J. 2006 Apr 19; 

 
33. Meilleur, F., Myles, D.A. & Blakeley, M.P. (2006). Neutron Laue macromolecular crystallography. Eur 

Biophys J, 35(7), 611-620 
 
34. Budayova-Spano, M., Bonnete, F., Ferte, N., El Hajji, M., Meilleur, F., Blakeley, M.P. & Castro, B. 

(2006). A preliminary neutron diffraction study of rasburicase, a recombinant urate oxidase enzyme, 
complexed with 8-azaxanthin. Acta Crystallograph Sect F Struct Biol Cryst Commun, 62(Pt 3), 306-309 

 
35. Budayova-Spano, M., Fisher, S.Z., Dauvergne, M.T., Agbandje-McKenna, M., Silverman, D.N., Myles, 

D.A. & McKenna, R. (2006). Production and X-ray crystallographic analysis of fully deuterated human 
carbonic anhydrase II. Acta Crystallograph Sect F Struct Biol Cryst Commun, 62(Pt 1), 6-9 

 
36. Morand, P., Budayova-Spano, M., Perrissin, M., Müller, C.W. & Petosa, C. (2006). Expression, 

purification, crystallization and preliminary X-ray analysis of a C-terminal fragment of the Epstein-Barr 
virus ZEBRA protein. Acta Crystallograph Sect F Struct Biol Cryst Commun, 62(Pt 3), 210-214 

 
37. Dautel, O.J., Wantz, G., Almairac, R., Flot, D., Hirsch, L., Lere-Porte, J.P., Parneix, J.P., Serein-Spirau, 

F., Vignau, L. & Moreau, J.J. (2006). Nanostructuration of phenylenevinylenediimide-bridged 
silsesquioxane: from electroluminescent molecular J-aggregates to photoresponsive polymeric H-
aggregates. J Am Chem Soc, 128(14), 4892-4901 
 

38. Kadlec, J., Guilligay, D., Ravelli, R.B. & Cusack, S. (2006). Crystal structure of the UPF2-interacting 
domain of nonsense-mediated mRNA decay factor UPF1. RNA, 12(10), 1817-1824 
 

39. Janssen, B.J., Christodoulidou, A., McCarthy, A., Lambris, J.D. & Gros, P. (2006). Structure of C3b 
reveals conformational changes that underlie complement activity. Nature, 444(7116), 213-216 

 
40. Buisson M, Rivail L, Hernandez JF, Jamin M, Martinez J, Ruigrok RW, Burmeister WP. (2006). Kinetics, 

inhibition and oligomerization of Epstein-Barr virus protease. FEBS Lett. 580, 6570-6578. 
 

41. Faure, J., Lachenal, G., Court, M., Hirrlinger, J., Chatellard-Causse, C., Blot, B., Grange, J., Schoehn, 
G., Goldberg, Y., Boyer, V., Kirchhoff, F., Raposo, G., Garin, J., Sadoul, R. (2006) Exomoses and 
released by cultured cortical neurones. Mol. Cell. Neurosci. 31, 642-648. 



 11 

 
42. Fogg MJ, Alzari P, Bahar M, Bertini I, Betton JM, Burmeister WP, Cambillau C, Canard B, Corrondo MA, 

Coll M, Daenke S, Dym O, Egloff MP, Enguita FJ, Geerlof A, Haouz A, Jones TA, Ma Q, Manicka SN, 
Migliardi M, Nordlund P, Owens RJ, Peleg Y, Schneider G, Schnell R, Stuart DI, Tarbouriech N, Unge T, 
Wilkinson AJ, Wilmanns M, Wilson KS, Zimhony O, Grimes JM (2006). Application of the use of high-
throughput technologies to the determination of protein structures of bacterial and viral pathogens. Acta 
Crystallogr D Biol Crystallogr. 62, 1196-1207. 

 
43. Morand P, Budayova-Spano M, Perrissin M, Müller CW, Petosa C. (2006). Expression, purification, 

crystallization and preliminary X-ray analysis of a C-terminal fragment of the Epstein-Barr virus ZEBRA 
protein. Acta Crystallogr Sect F Struct Biol Cryst Commun. 62, 210-214. 

 
44. Muziol T., Pineda-Molina E., Ravelli R., Zamborlini A., Usami Y., Göttlinger H., and W. Weissenhorn W. 

(2006) Structural basis for budding by the ESCRT-III factor CHMP3. Dev. Cell. 10, 821-830. 
 

45. Petosa, C., Morand, P., Baudin, F., Moulin, M., Artero, J.B., Muller, C.W. (2006). Structural basis of lytic 
cycle activation by the Epstein-Barr virus ZEBRA protein. Mol Cell 21, 565-572. 

 
46. Pivert A, Payan C, Morand P, Fafi-Kremer S, Deshayes J, Carrat F, Pol S, Cacoub P, Perronne C, Lunel 

F. (2006). Comparison of serum hepatitis C virus (HCV) RNA and core antigen levels in patients 
coinfected with human immunodeficiency virus and HCV and treated with interferon plus ribavirin. J Clin 
Microbiol. 44, 417-422. 

 
47. Schoehn G, Vellieux FM, Asunción Durá M, Receveur-Bréchot V, Fabry CM, Ruigrok RW, Ebel C, 

Roussel A, Franzetti B. (2006). An archaeal peptidase assembles into two different quaternary 
structures: A tetrahedron and a giant octahedron. J Biol Chem. 2006 Nov 24;281(47):36327-37. 

 
48. Tarbouriech, N., Ruggiero, F., de Turenne-Tessier, M., Ooka, T. & Burmeister, W. P. (2006). Structure of 

the Epstein-Barr Virus Oncogene BARF1. J Mol Biol. 359, 667-678. 
 
 

2007 
1. Budayova-Spano, M., Dauvergne, F., Audiffren, M., Bactivelane, T. & Cusack, S. (2007). A methodology 

and an instrument for the temperature-controlled optimization of crystal growth. Acta Crystallogr D Biol 
Crystallogr, 63(Pt 3), 339-347 
 

2. Crepin, T. & Cusack, S. (2007). [Trap the product to specifically inhibit the enzyme.] Med Sci (Paris), 
23(12), 1087-1089 

 
3. De la Pena, M., Kyrieleis, O.J. & Cusack, S. (2007). Structural insights into the mechanism and evolution 

of the vaccinia virus mRNA cap N7 methyl-transferase. EMBO J, 26(23), 4913-4925 
 

4. Manon, F., Favier, A., Nunez, G., Simorre, J.P. & Cusack, S. (2007). Solution structure of NOD1 CARD 
and mutational analysis of its interaction with the CARD of downstream kinase RICK. J Mol Biol, 365(1), 
160-174 

 
5. Morlot, C., Hemrika, W., Romijn, R.A., Gros, P., Cusack, S. & McCarthy, A.A. (2007). Production of Slit2 

LRR domains in mammalian cells for structural studies and the structure of human Slit2 domain 3. Acta 
Crystallogr D Biol Crystallogr, 63(Pt 9), 961-968 

 
6. Morlot, C., Hemrika, W., Romijn, R.A., Gros, P., Cusack, S. & McCarthy, A.A. (2007). Cloning, 

expression, crystallization and preliminary X-ray analysis of the first two Ig domains from human 
roundabout 1 (Robo1). Acta Crystallogr Sect F Struct Biol Cryst Commun, 63(Pt 8), 689-691 
 

7. Morlot, C., Thielens, N.M., Ravelli, R.B., Hemrika, W., Romijn, R.A., Gros, P., Cusack, S. & McCarthy, 
A.A. (2007). Structural insights into the Slit-Robo complex. Proc Natl Acad Sci U S A, 104(38), 14923-
14928 

 
8. Rock, F.L., Mao, W., Yaremchuk, A., Tukalo, M., Crepin, T., Zhou, H., Zhang, Y.K., Hernandez, V., 

Akama, T., Baker, S.J., Plattner, J.J., Shapiro, L., Martinis, S.A., Benkovic, S.J., Cusack, S. & Alley, M.R. 
(2007). An antifungal agent inhibits an aminoacyl-tRNA synthetase by trapping tRNA in the editing site. 
Science, 316(5832), 1759-1761 

 
9. Tarendeau, F., Boudet, J., Guilligay, D., Mas, P.J., Bougault, C.M., Boulo, S., Baudin, F., Ruigrok, R.W., 

Daigle, N., Ellenberg, J., Cusack, S., Simorre, J.P. & Hart, D.J. (2007). Structure and nuclear import 



 12 

function of the C-terminal domain of influenza virus polymerase PB2 subunit. Nat Struct Mol Biol, 14(3), 
229-233 

 
10. Torreira, E., Schoehn, G., Fernandez, Y., Jorba, N., Ruigrok, R.W., Cusack, S., Ortin, J. & Llorca, O. 

(2007). Three-dimensional model for the isolated recombinant influenza virus polymerase heterotrimer. 
Nucleic Acids Res. 2007 May 21; 

 
11. McCarthy, A.A. & McCarthy, J.G. (2007). The structure of two N-methyltransferases from the caffeine 

biosynthetic pathway. Plant Physiol, 144(2), 879-889 
 

12. McCarthy, A.A., Biget, L., Lin, C., Petiard, V., Tanksley, S.D. & McCarthy, J.G. (2007). Cloning, 
expression, crystallization and preliminary X-ray analysis of the XMT and DXMT N-methyltransferases 
from Coffea canephora (robusta). Acta Crystallograph Sect F Struct Biol Cryst Commun, 63(Pt 4), 304-
307 

 
13. Ravelli, R.B., Haselmann-Weiss, U., McGeehan, J.E., McCarthy, A.A., Marquez, J.A., Antony, C., 

Frangakis, A.S. & Stranzl, G. (2007). Plastic-embedded protein crystals. J Synchrotron Radiat, 14(Pt 1), 
128-132 

 
14. Ravelli, R.B., Haselmann-Weiss, U., McGeehan, J.E., McCarthy, A.A., Marquez, J.A., Antony, C., 

Frangakis, A.S. & Stranzl, G. (2007). Plastic-embedded protein crystals. J Synchrotron Radiat, 14(Pt 1), 
128-132 

 
15. Dimasi, N., Flot, D., Dupeux, F. & Marquez, J.A. (2007). Expression, crystallization and X-ray data 

collection from microcrystals of the extracellular domain of the human inhibitory receptor expressed on 
myeloid cells IREM-1. Acta Crystallogr Sect F Struct Biol Cryst Commun, 63(Pt 3), 204-208 

 
16. Marquez, J.A., Galfre, E., Dupeux, F., Flot, D., Moran, O. & Dimasi, N. (2007). The crystal structure of 

the extracellular domain of the inhibitor receptor expressed on myeloid cells IREM-1. J Mol Biol, 367(2), 
310-318 

 
17. Panne, D., Maniatis, T. & Harrison, S.C. (2007). An atomic model of the interferon-beta enhanceosome. 

Cell, 129(6), 1111-1123 
 
18. Panne, D., McWhirter, S.M., Maniatis, T. & Harrison, S.C. (2007). Interferon regulatory factor 3 is 

regulated by a dual phosphorylation-dependent switch. J Biol Chem, 282(31), 22816-22822 
 

19. Mathonnet, G., Fabian, M.R., Svitkin, Y.V., Parsyan, A., Huck, L., Murata, T., Biffo, S., Merrick, W.C., 
Darzynkiewicz, E., Pillai, R.S., Filipowicz, W., Duchaine, T.F. & Sonenberg, N. (2007). MicroRNA 
inhibition of translation initiation in vitro by targeting the cap-binding complex eIF4F. Science, 317(5845), 
1764-1767 

 
20. Pillai, R.S., Bhattacharyya, S.N. & Filipowicz, W. (2007). Repression of protein synthesis by miRNAs: 

how many mechanisms? Trends Cell Biol, 17(3), 118-126 
 
21. McGeehan, J.E., Carpentier, P., Royant, A., Bourgeois, D. & Ravelli, R.B. (2007). X-ray radiation-

induced damage in DNA monitored by online Raman. J Synchrotron Radiat, 14(Pt 1), 99-108 
 
22. Schaffitzel, C. & Ban, N. (2007). Generation of ribosome nascent chain complexes for structural and 

functional studies. J Struct Biol, 158(3), 463-471 
 

23. Sautel, C.F., Cannella, D., Bastien, O., Kieffer, S., Aldebert, D., Garin, J., Tardieux, I., Belrhali, H. & 
Hakimi, M.A. (2007). SET8-mediated methylations of histone H4 lysine 20 mark silent heterochromatic 
domains in apicomplexan genomes. Mol Cell Biol, 27(16), 5711-5724 
 

24. Kowalinski, E., Bange, G., Bradatsch, B., Hurt, E., Wild, K. & Sinning, I. (2007). The crystal structure of 
Ebp1 reveals a methionine aminopeptidase fold as binding platform for multiple interactions. FEBS Lett, 
581(23), 4450-4454 

 
25. Kowalinski, E., Bange, G., Wild, K. & Sinning, I. (2007). Expression, purification, crystallization and 

preliminary crystallographic analysis of the proliferation-associated protein Ebp1. Acta Crystallogr Sect F 
Struct Biol Cryst Commun, 63(Pt 9), 768-770 

 
26. Khor, C.C., Chapman, S.J., Vannberg, F.O., Dunne, A., Murphy, C., Ling, E.Y., Frodsham, A.J., Walley, 

A.J., Kyrieleis, O., Khan, A., Aucan, C., Segal, S., Moore, C.E., Knox, K., Campbell, S.J., Lienhardt, C., 
Scott, A., Aaby, P., Sow, O.Y., Grignani, R.T., Sillah, J., Sirugo, G., Peshu, N., Williams, T.N., Maitland, 
K., Davies, R.J., Kwiatkowski, D.P., Day, N.P., Yala, D., Crook, D.W., Marsh, K., Berkley, J.A., O'Neill, 



 13 

L.A. & Hill, A.V. (2007). A Mal functional variant is associated with protection against invasive 
pneumococcal disease, bacteremia, malaria and tuberculosis. Nat Genet, 39(4), 523-528 
 

27. Kyrieleis, O.J., Huber, R., Ong, E., Oehler, R., Hunter, M., Madison, E.L. & Jacob, U. (2007). Crystal 
structure of the catalytic domain of DESC1, a new member of the type II transmembrane serine 
proteinase family. FEBS J, 274(8), 2148-2160 

 
28. Clapier, C.R., Chakravarthy, S., Petosa, C., Fernandez-Tornero, C., Luger, K. & Muller, C.W. (2007). 

Structure of the Drosophila nucleosome core particle highlights evolutionary constraints on the H2A-H2B 
histone dimer. Proteins. 2007 Oct 23; 

 
29. Albertini AA, Clapier CR, Wernimont AK, Schoehn G, Weissenhorn W, Ruigrok RW (2007). Isolation and 

crystallization of a unique size category of recombinant Rabies virus Nucleoprotein-RNA rings. J Struct 
Biol. 158,129-133. 

 
30. Albertini, A.A.V., Schoehn, G., Weissenhorn, W. and Rob W.H. Ruigrok, R.W.H. (2008). Structural 

aspects of rabies virus replication. Cell Mol Life Sci. 65, 282-294. 
 

31. Ballout M, Germi R, Fafi-Kremer S, Guimet J, Barguès G, Seigneurin JM, Morand P. (2007). Real-time 
quantitative PCR for assessment of antiviral drug effects against Epstein-Barr virus replication and EBV 
late mRNA expression. J Virol Methods. 143, 38-44. 

 
32. Boulo S, Akarsu H, Ruigrok RW, Baudin F (2007). Nuclear traffic of influenza virus proteins and 

ribonucleoprotein complexes. Virus Res. 124,12-21. 
 

33. Dumestre-Pérard C, Osmundson J, Lemaire-Vieille C, Thielens N, Grives A, Favier B, Csopaki F, Jamin 
M, Gagnon J, Cesbron JY. (2007). Activation of classical pathway of complement cascade by soluble 
oligomers of prion. Cell Microbiol. 9, 2870-2879.  

 
34. Erlich P., Cesbron J.Y., Lemaire-Vieille C., Curt A., Andrieu J.P., Schoehn G., Jamin M., Gagnon J. 

(2008). PrP N-terminal domain triggers PrP(Sc)-like aggregation of Dpl. Biochem Biophys Res Commun. 
365, 478-483. 

 
35. Fender P., Schoehn G., Perron-Sierra F., Tucker G.C. and Lortat-Jacob H. (2008). Adenovirus 

dodecahedron cell attachment and entry are mediated by heparan sulfate and integrins and vary along 
the cell cycle. Virology. 371, 155-164. 

 
36. Fernández-Tornero C, Böttcher B, Riva M, Carles C, Steuerwald U, Ruigrok RW, Sentenac A, Müller 

CW, Schoehn G (2007). Insights into transcription initiation and termination from the electron microscopy 
structure of yeast RNA polymerase III. Mol Cell. 2007 25, 813-823. 

 
37. Géoui T, Buisson M, Tarbouriech N, Burmeister WP (2007). New insights on the role of the gamma-

herpesvirus uracil-DNA glycosylase leucine loop revealed by the structure of the Epstein-Barr virus 
enzyme in complex with an inhibitor protein. J Mol Biol. 366, 117-131. 

 
38. Gerard FC, Ribeiro Ede A Jr, Albertini AA, Gutsche I, Zaccai G, Ruigrok RW, Jamin M. (2007). 

Unphosphorylated rhabdoviridae phosphoproteins form elongated dimers in solution. Biochemistry. 46, 
10328-10338. 

 
39. Hartlieb B., Muziol T., Weissenhorn W. and Becker S. (2007) Crystal structure of the C-terminal domain 

of Ebola virus VP30 reveals a role in transcription and nucleocapsid assembly. Proc. Natl. Acad. Sci. 
USA, 104, 624-629. 

 
40. Hodak H., Wohlkönig A., Smet-Nocca C., Drobecq H., Wieruszeski J.M., Sénéchal M., Landrieu I., Locht 

C., Jamin M. and Jacob-Dubuisson F. (2008). The Peptidyl-Prolyl Isomerase and Chaperone Par27 of 
Bordetella pertussis as the Prototype for a New Group of Parvulins. J Mol Biol. 376, 414-426. 

 
41. Houben K, Marion D, Tarbouriech N, Ruigrok RW, Blanchard L. (2007). Interaction of the C-terminal 

domains of sendai virus N and P proteins: comparison of polymerase-nucleocapsid interactions within 
the paramyxovirus family. J Virol. 81, 6807-6816. 

 
42. Laffly E, Danjou L, Condemine F, Vidal D, Drouet E, Lefranc MP, Bottex C, Thullier P. (2007). 

Selection of a macaque Fab with framework regions like those in humans, high affinity, and ability to 
neutralize the protective antigen (PA) of Bacillus anthracis by binding to the segment of PA between 
residues 686 and 694. Antimicrob Agents Chemother. 49, 3414-3420. 

 



 14 

43. Macheboeuf P., Lemaire D., Martins A.D., Dideberg O., Jamin M. and Dessen A. (2008). Trapping of an 
Acyl-Enzyme Intermediate in a Penicillin-binding Protein (PBP)-catalyzed Reaction. J Mol Biol. 376, 405-
413. 

 
44. Natrajan G., Hall D.R., Thompson A.C., Gutsche I. and Terradot L. (2007). Structural similarity between 

the DnaA-binding proteins HobA (HP1230) from Helicobacter pylori and DiaA from Escherichia coli. Mol 
Microbiol. 65, 995-1005.  

 
45. Paquin N, Ménade M, Poirier G, Donato D, Drouet E, Chartrand P (2007). Local activation of yeast 

ASH1 mRNA translation through phosphorylation of Khd1p by the casein kinase Yck1p. Molecular cell. 
26, 795-809. 

 
46. Ramos CH, Weisbuch S, Jamin M (2007). Diffusive motions control the folding and unfolding kinetics of 

the apomyoglobin pH 4 molten globule intermediate. Biochemistry. 46, 4379-4389. 
 

47. Roch N, Salameire D, Gressin R, Morand P, Epaulard O, Pavese P, Brion JP, Stahl JP (2007). Fatal 
adenoviral and enteroviral infections and an Epstein-Barr virus positive large B-cell lymphoma after 
alemtuzumab treatment in a patient with refractory Sézary syndrome. Scand J Infect Dis. 12, 1-4. 

 
48. Rouet F, Chaix ML, Nerrienet E, Ngo-Giang-Huong N, Plantier JC, Burgard M, Peeters M, Damond F, 

Ekouevi DK, Msellati P, Ferradini L, Rukobo S, Maréchal V, Schvachsa N, Wakrim L, Rafalimanana C, 
Rakotoambinina B, Viard JP, Seigneurin JM, Rouzioux C (2007). Impact of HIV-1 genetic diversity on 
plasma HIV-1 RNA Quantification: usefulness of the Agence Nationale de Recherches sur le SIDA 
second-generation long terminal repeat-based real-time reverse transcriptase polymerase chain reaction 
test. J Acquir Immune Defic Syndr. 45, 380-388. 

 
49. Ruigrok RW, Gerlier D. (2007). Structure of the measles virus H glycoprotein sheds light on an efficient 

vaccine. Proc Natl Acad Sci U S A. 104, 20639-20640. 
 

50. Saiyed T., I. Paarmann I., Schmitt B., Haeger S., Sola M., Schmalzing G., Weissenhorn W. and Betz H. 
(2007) Molecular basis of gephyrin clustering at inhibitory synapses: Role of G- and E-domain 
interactions. J. Biol. Chem. 282, 5625-5632. 

 
51. Tarendeau F, Boudet J, Guilligay D, Mas PJ, Bougault CM, Boulo S, Baudin F, Ruigrok RW, Daigle N, 

Ellenberg J, Cusack S, Simorre JP, Hart DJ. (2007). Structure and nuclear import function of the C-
terminal domain of influenza virus polymerase PB2 subunit. Nat Struct Mol Biol. 14, 229-233 

 
52. Torreira E, Schoehn G, Fernández Y, Jorba N, Ruigrok RW, Cusack S, Ortín J, Llorca O (2007). Three-

dimensional model for the isolated recombinant influenza virus polymerase heterotrimer. Nucleic Acids 
Res. 35, 3774-3783. 

 
53. Wagner A., Stiegler G., Vorauer-Uhl K., Katinger H., Quendler H., Hinz A. and Weissenhorn W. (2007) 

One step membrane incorporation of viral antigens as a vaccine candidate against HIV. J.  Liposome 
Res. 17,139-54.  

 
54. Weissenhorn W. and Gottlinger H. (2007) ESCRT-I Part II: Forming the real ESCRT-I complex. Cell Host 

& Microbe 2, 1-2. 
 

55. Weissenhorn W., Hinz A. and Gaudin Y. (2007) Virus membrane fusion. FEBS Lett. 581, 2150-2155. 
 
 

2008 
 

 
1. Albertini, A.A.V., Schoehn, G., Weissenhorn, W. and Ruigrok, R.W.H. (2008). Structural aspects of 

rabies virus replication. Cell Mol Life Sci. 65, 282-294. 
 

2. Bieniossek, C., Richmond, T.J. & Berger, I. (2008). MultiBac: multigene baculovirus-based eukaryotic 
protein complex production. Curr Protoc Protein Sci, Chapter 5, Unit 5.20 

 
3. Bingel-Erlenmeyer, R., Kohler, R., Kramer, G., Sandikci, A., Antolic, S., Maier, T., Schaffitzel, C., 

Wiedmann, B., Bukau, B. & Ban, N. (2008). A peptide deformylase-ribosome complex reveals 
mechanism of nascent chain processing. Nature. 2008 Feb 20; 

 
4. Bonneau, F., Lennherr, E.D., Pena, V. Hart D.J., Scheffzek, K. (2008) Solubility survey of fragments of 

the neurofibromatosis type 1 protein neurofibromin. Protein Expr Purif. Dec 10 (PMID: 19143840) 



 15 

 
5. Chesneau, A, Yumerefendi, H & Hart, D (eds.) (2008) The impact of protein expression 

methodologies on structural proteomics (World Scientific Publishing Company, Singapore). 
 

6. Dardari R, Menezes J, Drouet E, Joab I, Benider A, Bakkali H, Kanouni L, Jouhadi H, Benjaafar N, 
Gueddari BE, Hassar M, Khyatti M. (2008). Analyses of the prognostic significance of the Epstein-Barr 
virus transactivator ZEBRA protein and diagnostic value of its two synthetic peptides in nasopharyngeal 
carcinoma. J Clin Virol. 41, 96-103. 

 
7. Deane, J.E., Graham, S.C., Mitchell, E.P., Flot, D., Johnson, S. & Lea, S.M. (2008). Crystal structure of 

Spa40, the specificity switch for the Shigella flexneri type III secretion system. Mol Microbiol, 69(1), 267-
276 

 
8. El Bakkouri, M., Seiradake, E., Cusack, S., Ruigrok, R.W.H. and Schoehn, G. (2008). Structure of the C-

terminal head domain of the fowl adenovirus type 1 short fibre. Virology, 378,169-176. 
 

9. Erlich P, Cesbron JY, Lemaire-Vieille C, Curt A, Andrieu JP, Schoehn G, Jamin M, Gagnon J. (2008). 
PrP N-terminal domain triggers PrP(Sc)-like aggregation of Dpl. Biochem Biophys Res Commun. 365, 
478-483. 

 
10. Fabry, C.M.S., Rosa-Calatrava, M., Boulanger, P., Ruigrok, R.W.H. and Schoehn, G. (2008). The C-

terminal domains of Adenovirus protein IX assemble into an anti-parallel structure on the facets of the 
capsid. J. Virol. In Press. 

 
11. Fafi-Kremer S, Morand P, Barranger C, Barguès G, Magro S, Bés J, Bourgeois P, Joannes M, 

Seigneurin JM. (2008) . Evaluation of the epstein-barr virus R-gene quantification kit in whole blood with 
different extraction methods and PCR platforms. J Mol Diagn. 10, 78-84. 

 
12. Fender P., Schoehn G., Perron-Sierra F., Tucker G.C. and Lortat-Jacob H. (2008). Adenovirus 

dodecahedron cell attachment and entry are mediated by heparan sulfate and integrins and vary along 
the cell cycle. Virology. 371, 155-164. 

 
13. Franqueville. L., Henning. P., Magnusson. M., Vigne. E., Schoehn. G., Blair-Zajdel. M.E., Habib. N., 

Lindholm. L., Blair. G.E., Hong. S.S. and Boulanger. P. (2008) Protein crystals in Adenovirus type 5-
infected cells: requirements for intranuclear crystallogenesis, structural and functional analysis.PLoS 
ONE.3:e2894. 

 
14. Guardado-Calvo. P., Vazquez-Iglesias. L., Martinez-Costas. J., Llamas-Saiz. A.L., Schoehn. G., Fox. 

G.C., Hermo-Parrado. X.L., Benavente. J. and van Raaij. M.J. (2008) Crystal Structure of the Avian 
Reovirus Inner Capsid Protein SigmaA. J Virol. 82, 11208-11216. 

 
15. Gohon, Y., Dahmane, T., Ruigrok, R.W.H., Schuck, P., Charvolin, D., Rappaport, F., Timmins, P., 

Engelman, D.M., Tribet, C., Popot, J.-L. and Christine Ebel, C. (2008). Bacteriorhodopsin/amphipol 
complexes: Structural and functional properties. Biophys. J. In Press. 

 
16. Guilligay, D., Tarendeau, F., Resa-Infante, P., Coloma, R., Crepin, T., Sehr, P., Lewis, J., Ruigrok, 

R.W.H., Ortin, J., Hart, D.J. and Cusack, S. (2008). The structural basis for cap-binding by influenza 
virus polymerase subunit PB2. Nature Struct. Mol. Biol. 15, 500-506.   

 
17. Hodak H., Wohlkönig A., Smet-Nocca C., Drobecq H., Wieruszeski J.M., Sénéchal M., Landrieu I., Locht 

C., Jamin M. and Jacob-Dubuisson F. (2008). The Peptidyl-Prolyl Isomerase and Chaperone Par27 of 
Bordetella pertussis as the Prototype for a New Group of Parvulins. J Mol Biol. 376, 414-426. 

 
18. Lata S, Schoehn G, Jain A, Pires R, Piehler J, Gottlinger HG, Weissenhorn W. (2008). Helical structures 

of ESCRT-III are disassembled by VPS4. Science. 321, 1354-1357. 
 

19. Lata S, Roessle M, Solomons J, Jamin M, Gottlinger HG, Svergun DI, Weissenhorn W. (2008) Structural 
basis for autoinhibition of ESCRT-III CHMP3. J Mol Biol. 378, 816-825. 

 
20. Macheboeuf P., Lemaire D., Martins A.D., Dideberg O., Jamin M. and Dessen A. (2008). Trapping of an 

Acyl-Enzyme Intermediate in a Penicillin-binding Protein (PBP)-catalyzed Reaction. J Mol Biol. 376, 405-
413. 

 
21. Manzano. C., Contreras-Martel. C., El Mortaji. L., Izoré. T., Fenel .D., Vernet. T., Schoehn. G., Di Guilmi. 

A.M. and Dessen . A. (2008)  Sortase-mediated pilus biogenesis in Streptococcus pneumonia Structure. 
16, 1838-1848 

 



 16 

22. Morand P, Fafi-Kremer S, Mansuy L, Schmitt E, Kremer S. (2008). Neuroimaging of Epstein-Barr virus 
infections in children. Pediatr Radiol. 38, 354-355. 

 
23. Panne, D. (2008). The enhanceosome. Curr Opin Struct Biol. 2008 Jan 16;. 

 
24. Ribeiro Jr., E.A., Favier, A., Gerard, F.C.A., Leyrat, C., Brutscher, B., Blondel, D., Ruigrok, R.W.H., 

Blackledge, M. and Jamin, M. (2008). Solution structure of the C-terminal N-RNA binding domain of the 
Vesicular Stomatitis Virus phosphoprotein. J. Mol. Biol. 382, 525-538. 

 
25. Ringkjøbing Jensen, M., Houben, K., Lescop, E., Blanchard, L., Ruigrok, R.W.H. and Blackledge, M. 

(2008). Quantitative Conformational Analysis of the Partially Folded Molecular Recognition Element of 
Sendai Virus Nucleoprotein from NMR Residual Dipolar Couplings. JACS 130, 8055–8061. 

 
26. Schoehn, G., El Bakkouri, M., Fabry, C.M.S., Estrozi, L., Le, L., Curiel, D.T., Billet, O., Kajava, A.V., 

Ruigrok, R.W.H. and Kremer, E. J. (2008). 3D structure of canine adenovirus serotype 2 capsid. J. Virol. 
82, 3192-3203. 

 
27. Schoehn, G. and Ruigrok, R.W.H. (2008). Techniques to prepare viruses and viral proteins for 

observation by electron microscopy. In: Encyclopedia of Virology, Third Edition (Elsevier). (Mahy and 
van Regenmortel Eds.) ISBN: 9780123739353. 

 
28. She, M., Decker, C.J., Svergun, D.I., Round, A., Chen, N., Muhlrad, D., Parker, R. & Song, H. (2008). 

Structural basis of dcp2 recognition and activation by dcp1. Mol Cell, 29(3), 337-349 
 

29. Stange A, Lüftenegger D, Reh J, Weissenhorn W, Lindemann D. (2008). Subviral particle release 
determinants of prototype foamy virus. J Virol. 82, 9858-9869. 

 
30. Tarendeau, F., Crepin, T., Guilligay, D., Ruigrok, R.W.H., Cusack, S. and Hart, D.J. (2008). Host 

determinant residue lysine 627 lies on the surface of a discrete, folded domain of influenza virus 
polymerase PB2 subunit. PLoS Pathogens, 4, e1000136. 

 
31. Rutkowska A, Mayer MP, Hoffmann A, Merz F, Zachmann-Brand B, Schaffitzel C, Ban N, 

Deuerling E, Bukau B. (2008) Dynamics of trigger factor interaction with translating ribosomes. 
J. Biol. Chem. 283:4124-32 

 
32. Merz F, Boehringer D, Schaffitzel C, Preissler S, Hoffmann A, Maier T, Rutkowska A, Lozza J, 

Ban N, Bukau B, Deuerling E. (2008) Molecular mechanism and structure of Trigger Factor 
bound to the translating ribosome. EMBO J. 27 : 1622-32. 

 
33. Jiang L, Schaffitzel C, Bingel-Erlenmeyer R, Ban N, Korber P, Koning RI, de Geus DC, 

Plaisier JR, Abrahams JP. (2008) Recycling of Aborted Ribosomal 50S Subunit-Nascent 
Chain-tRNA Complexes by the Heat Shock Protein Hsp15. J. Mol. Biol.PMID: 19013177 

 
 

 
 
 
 

Grenoble, on the 23  February 2009 

 


