
 

 
 

 
 

 
 

Held on the 25th November 2008 
IBS SEMINAR ROOM 

 
 
 

9:30 ESPRIT: "Construct screening for 
problematic proteins" 
By Darren Hart 
 
10:00 Isotopic Labeling for Neutron and 
NMR studies 

By Michael Haertlein & Jérome Boisbouvier 
 
10:30 Coffee Break 
 
10:45 High Throughput Crystallization: 

"New software tools for the follow up of 
crystallization experiments" 
By Jose A. Marquez 
 
A second meeting will introduce the Electron Microscopy, Protein 
interactions, Quality control and Robiomol platforms at the CIBB seminar 
room 


